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and clonal culture takeover from a single cell, with the mtDNA variants being
passenger mutations. Spontaneous mutagenesis doesn’t seem to affect
significantly the mtDNA variant load during in vitro culture. High-grade
tissue mosaicism affects also the derivation of induced Pluripotent Stem
Cells, generating lines with higher loads of variants as compared to their
embryonic counterpart. Our work might be useful to develop guidelines for
the genetic screening of human PSCs in clinical applications.

